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In	
  ggplot2,	
  these	
  transformations	
  are	
  done	
  
with	
  stats	
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ggplot(iris, aes(x=Species, fill=Species)) +
                                   geom_bar()
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  just	
  need	
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  geom	
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ggplot(iris, aes(x=Sepal.Length, y=Petal.Length)) +
                   geom_point(aes(color=Species)) +
                   geom_smooth(aes(group=Species))



However,	
  sometimes	
  it	
  can	
  be	
  helpful	
  to	
  call	
  
the	
  stat	
  directly	
  

ggplot(iris, aes(x=Sepal.Length, y=Petal.Length)) + 
stat_smooth(aes(group=Species), geom="ribbon", fill='gray70') +
                               geom_point(aes(color=Species))
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Example	
  1:	
  Change	
  scaling	
  of	
  x	
  axis	
  

ggplot(movies, aes(x=length, y=rating)) + 
                                      geom_point()

+ scale_x_log10()



Example	
  1:	
  Change	
  scaling	
  of	
  x	
  axis	
  

ggplot(movies, aes(x=length, y=rating)) + 
                                      geom_point()

+ xlim(1, 50)



Example	
  2:	
  Change	
  color	
  scaling	
  

ggplot(iris, aes(x=Species, fill=Species))    +
 geom_bar()

+ scale_fill_grey()



Example	
  2:	
  Change	
  color	
  scaling	
  

ggplot(iris, aes(x=Species, fill=Species))    +
 geom_bar()

+ scale_fill_brewer()


